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Supporting Tables:   Table S1 . Primer sequences for PCR. Figure S1 . Distribution of FITC-labeled MLH1_non in RKO cells after 1 day incubation. The position of the transcription start site (TSS) was regarded as +1. F and R indicate forward and reverse primers for PCR, respectively. Table S2 . Primer sequences for methylation analysis.
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Primer sequence Anneal ( MLH1_non. GAPDH was used as an internal control. MLH1 expression was silenced at H20 and H30 even in the presence of MLH1_−16, presumably due to the low basal expression of MLH1 at H0.
